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1. Sample acquisition

2. Comparative sequencing
and mutation identification

1 1
TITTTTITIIII TN ITIIIIT
; ﬂi\ JERREANNRREERENEREEEES
I8 /
— ) S |
> 1
 —
Tumour Normal tissue 1
(PBMC)

5. Individualized poly-specific

neoanting vaccine

6. Vaccine-induced priming

3. Neoantigen prediction
and target prioritization

» Expression

* MHC binding and presentation
« Similarity of self

* LOH of essential gene products
* Deep learning

+ Clonality and driver/passenger
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4. Vaccine design and
on-demand production

9

A

7. Tumour cell recognition and killing
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- 2023.1H 2022 2021 2020 - 2023.1H 2022 2021 2020

36,553

49,527

23,374

FEA 33,434 WET 3,794 10,083 8,134 3,794
H|-F-S X2t 10,038 9,276 8,534 7,023
Oj =242t 3,062 9,234 7,109 2,421
RHARSH| 43,472 45,830 58,062 30,397
0j£50(<] 732 849 1,026 1,374
LEEN 3,713 2,306 5,563 38,261
THOjH| 22| H] 4,649 10,525 8,647 5,139
H| S S 21| 163 253 592 3,480
E e 3,876 2,560 6,156 41,741 dEd 3,917 9,676 7,621 3,765
HO|M|H| &2
ez 16,476 16,304 5,435 2.666 xﬁg'}d 1|$ |$oAEI 3,751 9,385 9.019 9.152
XHEUO 2 56,711 55,880 66,825 -
HolMH| 2 - - - -
J|E} RH2 = 1,185 1,834 1,280 (1,289)
o|aaA 3,751 9,385 9,019 9,152
Aara (34,776) (30,748) (21,634) (12,601)
J|EfZ 220l (277) 271 (14) (67)
WNICES 39,596 43,270 51,906  (11,224) ==
SRR £ 43,472 45,830 58,062 30,397 PrIsEEEA 4,028 9,114 9,033 9,218
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